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Abstract 

Fatty Acid-Binding Protein 2 (FABP-2) is involved in fatty acid metabolism and is proposed as 
a biomarker of intestinal integrity and inflammation; however, little is known about its participation in 
inflammation during plasmodium infection. Therefore, we assessed serum FABP-2 levels in 
individuals with P. vivax and P. falciparum infections, investigating correlations with malaria history, 
genotype distributions, and inflammatory cytokine profiles. Participants were categorized into four 
groups: P. vivax-infected (PV), P. falciparum-infected (PF), endemic cohabitants (CH), and non-
endemic controls (NEC). FABP-2 levels were measured via ELISA, and the Ala54Thr polymorphism 
was analyzed. Cytokine levels (IL-2, IL-4, IL-6, IL-10, IL-17A, TNF-α, and IFN-γ) were quantified. Our 
preliminary results indicate no significant differences in FABP-2 levels among groups (p = 0.2609) or 
based on malaria history. The Thr54 allele was present in 25% of participants, with genotype 
distributions following Hardy-Weinberg equilibrium (p = 0.485). The gastrointestinal symptoms in 54 
infected individuals were not associated with FABP-2 concentrations. However, the cytokine profiling 
showed significant differences in IL-4 (p = 0.05), IL-6 (p < 0.001), and IL-10 (p < 0.001) among 
groups, with increased IL-6 and TNF-α in infected individuals. PCA indicated clustering of pro-
inflammatory cytokines (TNF-α, IFN-γ, IL-6) in infected groups and a positive correlation between 
FABP-2 and IL-2. Moreover, FABP-2 correlated (p<0,05) with IL-6 (r = 0.40, PV; r = 0.49, PF), TNF-α 
(r = 0.50, PV; r = 0.47, PF), and IL-10 (r = 0.38, PV), but not in the CH group. In conclusion, FABP-2 
levels did not significantly differ among malaria-infected, endemic, and non-endemic individuals. 
However, the positive correlations with IL-6 and TNF-α suggest its participation in immune activation 
in infected groups. Further research is needed to clarify FABP-2's and other FABPs role in malaria-
related inflammation. 
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